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this overall underprivileged population, factors found to be asso-
ciated with colonization were mostly indicative of a somewhat
higher socioeconomic status, potentially linked to a better access
to healthcare services (and opportunities for ESBL-PE transmission
or antibiotics prescription). While not found to be a signiﬁcant fac-
tor in multivariate analysis, antibiotics use deserves to be further
explored.
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Background: Tetracyclines are broad spectrum, once popular
antibiotics for the treatment of urinary tract, intestinal infec-
tions, and other infections including those due to Chlamydia. Their
widespread use led to the emergence of resistance, a phenomenon
that outruns discovery of new antimicrobials. tetM is one of the
genes encoding a protein protecting against tetracycline resistance
in Gram positive and Gram negative organisms.
Using linker-insertionmutagenesis,we are identifyingpotential
positions within tetM that can be targeted to disarm the protective
TetM and restore tetracycline susceptibility.
Methods & Materials: Guided by the cryo-EM structural model
of tetM,weused standard cloning techniques to insert a sequenceof
21 nucleotides at 13 different positionswithin the gene. The result-
ing mutants were then screened for tetracycline susceptibility in
E. coli.
Results:We identiﬁed at least threepositions(R282, E340, R622)
within TetM that represent potential targets for different neutral-
ization strategies ofTetM function.
Conclusion: Designing antimicrobial approaches based on the
current ﬁndingswould hopefully help decrease the burden of tetra-
cycline resistance thus resuscitating tetracyclines whose clinical
usefulness has been hampered by resistance development.
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Background: Little is known about epidemiology of healthcare-
associated infections (HAIs) inneonatal intensive careunits (NICUs)
in resource-limited settings including India. The aim of this study
was to determine the prevalence, onset, risk factors and causative
agents of HAI in an 8 bedded, level-2 NICU.
Methods & Materials: Neonates with suspected HAI (gesta-
tional agemore than28weeks andageup-to28days)wereenrolled
prospectively from June 2010 to January 2012. The diagnosis of HAI
was established using the CDC criteria. A questionnaire including
risk factors for HAI was ﬁlled, septic screen and culture was per-
formed, on all neonates developing clinical features of sepsis after
admission.
Results: A total of 150 neonates (95 male and 55 female)
with suspected HAI were enrolled. Out of them 65(43%) were
preterms. The incidence of microbiologically conﬁrmed HAI was
31% (95% conﬁdence interval CI 23-38). The independent risk fac-
tors for conﬁrmed HAI were: “prematurity” (Odds Ratio OR 3.05,
95% CI 1.94-9.88; P=0.042), “malpresentation” (OR 8.39, 95% CI
1.02-68.55;P=0.047), “meconiumaspiration syndrome” (OR13.75,
95% CI 2.36-80.06; P=0.004), “premature rupture of membranes
in mother” (OR 7.55, 95% CI 1.54-36.98; P=0.013), “umbilical
catheterization in the neonate” (OR 15.11, 95% CI 3.40-67.01;
P<0.001), “mechanical ventilation” (OR 8.94, 95% CI 1.32-60.31;
P=0.024) and “duration of stay in NICU for more than 10 days”
(OR 4.09, 95% CI 1.05-16.70; P=0.047). Neonates started on “min-
imal enteral nutrition” were protected from HAI (OR 0.09, 95% CI
0.009-0.95; P=0.046). The predominant causative organisms for
HAI (n =46) were Gram-negative pathogens (n=28, 61%) ie. Kleb-
siella spp. (22%), Proteus spp. (11%), E. coli (9%), Enterobacter (9%),
Pseudomonas spp. (7%) and Citrobacter (2%). S. aureus (22%) and
coagulase-negative staphylococcus (17%) were main Gram positive
pathogens (n=18, 39%). AmongKlebsiella spp. and E. coli isolates, 88
and 67%, respectively were identiﬁed as extended-spectrum beta-
lactamase (ESBL) producers.
Conclusion: The study provides evidence that HAI is quite
common in resource-limited set-ups. HAI surveillance can be
strengthened by incorporating the factors associated with HAI
identiﬁed in the present study.
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